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Fig. 3A 




Fig. 4A 
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Fig. 6: HIV- 1 Protease protein surface showing an actual ligand as determined by x-ray 
co-crystal structure and showing the pocket of highest volume as calculated by the 
method of this application 




Fig. 7: Heat Shock Protein 90 surface showing an actual ligand as determined by x-ray 
co-crystal structure and showing the pocket of highest volume as calculated by the 
method of this application 




Fig. 8: Stromclysin protein surface showing an actual ligand as determined by x-ray co- 
crystal structure and showing the pocket of highest volume as calculated by the method 
of this application 




Fig. 9: Dihydrofolate Reductase protein surface showing an actual ligand as determined 
by x-ray co-crystal structure and showing the pocket of highest volume as calculated by 
the method of this application 



FIG. 11 




FIG. 13 




In this hypothetical cross section, the inner components of Ci are 
C 2 , C 3 , and C 4 . The immediate inner components of Ci are C 
and C 3 . 
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FIG. 15 




FIG. 16. 




FIG. 17 




Figure 19: 

Two plane slices shown for N 



= 4 (four points PINT distributed about a sphere) 




